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For help on installing the classical Jupyter Notebook, see here: https://jupyter.org/install

For documentation about Juypter Notebooks, see here: https://jupyter-notebook.readthedocs.io/en/stable/

There are multiple tutorials online that help you to learn how to use a Jupyter notebook.

The notebook is provided as an .ipynb and as a .pdf file. The plots the script generates with the default input data are also given as
...





  
    Submitter: Gudrun Gygli


    Biological problem addressed: Model Analysis Type

    Investigation: On the reproducibility of enzyme reactions and ...


    Study: Analyse an Initial Rate Experiment


  


  
         Organisms: No organisms



      Models: No Models

      SOPs: Linear Fits and Michaelis Menten plot, Linear Fits and Michaelis Menten plot (pdf)

      Data files: No Data files


    Snapshots: No snapshots

    
  




      

    

  

      
        
          
            Created: 8th Oct 2021 at 15:30, Last updated: 28th Jan 2022 at 12:49
          

        

      



	


                    
                





      

    







  





  
    
      
        Powered by

        
      
      (v.1.14.2)
    

      
        About FAIRDOMHub |
        Funding and Programmes |
        Credits          | Terms & Conditions
          | Imprint
          | Cookie preferences
      

      
        Copyright © 2008 - 2023
        The University of Manchester and
        HITS gGmbH
      

  






  
  
    
      
        
  FAIRDOMHub makes use of some necessary cookies to provide its core functionality.
    Additionally, we make use of Matomo to discover how people are using FAIRDOMHub in order to help us improve the service. To opt out of this, choose the "Allow only necessary cookies" or "Allow necessary cookies and embedded content" option.



  


        
          You can modify your cookie preferences at any time here,
          or from the link in the footer.
        

      


      
        Allow only necessary cookies
        Allow necessary cookies and embedded content
        Allow all cookies
      

    

  



