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* FAIRDOM is a separately and independently

funded data and model management project, a joint
action of ERA-Net and European Research
Infrastructure to establish a data and model
management service facility for Systems Biology.


http://fair-dom.org/erasysapp
http://www.isbe.org.uk/

h-—_—-‘

MANCH r;}px

N2
X .
0\ The University of Manchester

FAIRDOM Carole Goble

TEAM

A o |
A

Finn Bacall Norman
Morrison

Wolfgang Olga Krebs
Mueller

E’H Ziirich

lf?%_””‘%z Universitat
Saain Zirich™

Peterunzst Bernd Rinn Rtyslav Jakub Chandrasekhar Caterina
Kuzyakiv Straszewski Ramakrishnan  Barillari



= Bl . .. .

students, trainers, funders and publishers bf/*'~POM
enabling Systems Biology projects to make

their Data, Operating procedures and Models,
Findable, Accessible, Interoperable and

Reusable (FAIR).

 FAIRDOM offers
—Software, Services, Curation support

* Working closely together with users and pre-
existing resources, platforms and tools

—PALs, DMG
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Always keep in mind: .

You define and do the science

We do services, consulting, training,

tools to simplify managing the
data/models/SOPs in the process, tailored
to your requirements

We do not interfere with how you do your
science
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The FAIRDOM Platform

nBIS

Biology Information Syslem

ope

Front end: Science Commons

Web-based Cataloguing and Rich web interface for
describing, finding, linking and promoting ongoing
research and outcomes. Small files, aggregates
across data archives.

Back end: Scaled local LIMS and analytics

Extract, Transform and Load tooling direct from
the instrumentation, data analysis pipelines.
Automatic archiving. Handles large data.
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Biologists

Proteomics

2
Mass Spectrometry °

Data Slnk -
openBIS m

Bioinformaticians/

Quantitative Data Processing Modelers
Imaging Pipeline
High Throughput
Sequencing

Data Visualization
Application Biologists,
Bioinformaticians,
Biologists Modelers



SEEK in a nutshell

organising, sharing, finding
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Annotate and link

PRIDE
%Em
Deposit —> Publmeq
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Search / Access
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Simulation and
openBIS Visualisation Biologists,
SYGCH Bioinformaticians,
JWS MmoRe Modelers
online

Biologists,
Bioinformaticians,
Modelers
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Representatives of projects
Post-docs, Postgrads
Co-designers

Bridge modellers-experimentalists
Big training/engagement
Workshops, meetings, Visits

Tell me and | forget,

teach me and | may remember,
involve me and | learn.
(Benjamin Franklin)




Assets Catalogue. Archive. Social Network.

Find, share and exchange Data, Models and Processes within the SysMQ Consortium.
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People | Projects | Institutions Investigations

B \‘rovide Feedback

Studies = Assays

Models SOPs | Publications Presentations Events

Sysems Biology ot Micmomonsms

Communication

Experimental data sets

and analysed results
Gateway to public data stores
— SABIO-RK, ‘omics

[-S-A
structure;:
Yellow Pages: -
Peo Ig Linking Models:
Ex eprtise data, Store
5 P : models, Stimulate
I’Oj_eC _S SOPs Gateway to COPASI,
Institutions JWS Online, BioModels
Versioning/Sharing
Data:

Processes
Standard Operating Procedures
Computational workflows -

Taverna
Gateway to myExperiment
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assay(s) assay(s)
pointers to data file
names/location
external files in
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data data

templates

- Asset
- Equipment
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- pernment_descripton
o hsay Results Model
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i Sample .
.. Specimen bEtween thlngs

+- Characteristic_for_specimen_or_sample

+- Factors_studied prOduced and

— J"u:"l.easll_lredl_item . used In

i (¥ Biological_entity .
experlments.

+ Microarray_factors

=- Proteomics_factors

+- lonization_source
Maormalization_method
+ Post_source_component
Quantitaton

‘. Spectrum_generation

.. Spectrum_interpretation

3 Technology_type

- Format

+ Data_file_format

‘. Model_execution_emvironment
+ Model_format

% SOP_file_format

Perzon

Project
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Publications Biosamples

Home > SOPs Index = Preparation of cell extracts of recombinant E.coli

Filename: SOP-Preparation of recombinant enzymes docx
Format: Word document

Size: 85.0 KB

Description:

Preparation of cell free extracts of the recombinant E. coli strains expressing the gluconeogenic S. solfataricus enzymes.

- I [=hEGEN Search

- Preparation of cell extracts of recombinant E.coli

- Downloed SOP < View content

i Uploader and creators

.PH Il

i Attributions
None

Views: 51 Downloads: §

Standard Operating Procedures Somaereae

~.

Last used: 13th Dec 2013 at 17:27
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SOP: Pref

Preparation of recombinant enzymes (SOP_S50_080913c¢)

Recombinant E coli cells are resuspended (1:3) in chilled lysis buffer: 0.1 M
HEPES/KOH buffer, pH 7 at room temperature. Recombinant 5. solfataricus cells are
resuspended (1:3) in chilled 50 mM HEPES/KOH, pH 8.5, 100 mM KCl, containing
250 yl complete Protease Inhibitor (7%, Roche). Cell disruption is carried out by
sonication (4 tmes: 2 min pulse/l min cooling). After centrifugation (435 min,
16,000xg, 4°C) the supernatant is decanted and for determination of protein
concentration the BioRad Protein Assay based on the Bradford protein quantitation
method ( (Bradford, 1976), moedified) is used.

Preparation of 8. solfataricus crude extracts (SOP_SSO_080913d)

Resuspension of 0.5 g (wet weight) cells in 1.5 ml .1 M HEPES/KOH buffer, pH 7 at room
temperature, containing 3 mM DTT and 230 pl complete Protease Inhibitor (7=, Roche). Cell
disruption is carried out by sonication (4=, 2 min pulse/] min cooling). After centrifugation
(45 min, 16,000=g, 4°C) the supematant is dialyzed overnight against 0.1 M HEPES/KOH
pH 7T at room temperature. For determination of protein concentration the BioRad Protein
Assay based on the Bradford protein quantitation method ((Bradford, 1976); modified) is
wsed. Between 0.25-1 mg total protein is used for the different enzyme assays using crude

cxtracts.
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Model: PGK Kinetic Model

Connected items

‘ Model: PGK Kinetic Model

Assay: Reconstituted
Gluconeogenesis System

Azsay: FEPAse Modelling

FBPAase Kinetic Model

- Download Model

1 item (and an image) are associated with this Model: © Uploader and

creators
Filename: fopaase-model.nb =
Format: Binary file type ﬂ
Size: 25.7 KB
& @ Attributions
None

Organism: Sulfolobus solfataricus
Views: 70

Model type: Ordinary differential equations Downloads: 8
. . Created: 1st Aug 2013 at 16:32
O e S Model format: Mathematica Last used: 13th Dec 2013 at
Execution or visualisation environment: /ot specified R
Model image: (Click on the image fo zoom)
V. _GAP_ _DHAP
Mf® Kycap Kmpuar

UFBPA/asc=(1+ GAP | _DHAP | __GAP-DHAP
Ky cap Ky prAP Kymoeap-KMmMDHAP

Description:

Mathematical model for FBPAase kinetics, saturation with DHAP and GAP
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) MOdeI Storage’ mOdeI reuse and aCtuaI w47+ Visualise Model with Cytoscape Web
simulation. "
* Interlinking of data used for = vz
construction/validation with models —
. . Cytoscape
* \Versioning
° Integrated Simulation {l Download Model Simulate Model on JWS
Simulate Model on Sycamore
e Sycamore, Cytoscape, (COPASI, MatLab?) )
 JWS Online Simulator -
— Auto generation of SBGN schemas for user . e
models ‘
— SED-ML export GACTE =
SYCAMORE

— SBML support to simulate majority of
BioModels
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* Publishing data in formats and with DOls
¢B, (Fixed, citeable identifier for data) suitable
for inclusion in peer-review journals ->

Credit & visibility

* Assistance publishing data to community
repositories (GEO, PRIDE, SABIO-RK)

e Links with PubMed

* Project-managed access permissions to
content

 Temp. links for peer review

Publication, Citing, Credit

DataCite



Content Sharing Creep, Self-Interest

Blurred Boundaries
Collaborators Competitors

Scientist Lab
and members ex-members
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Private Packaged Preserved Exchanged Deposited Published

Preservation Sharing

Reciprocity

l' Owner _ , Manager

Gate
keeper
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Contact mail

Web site

FAIRDOMHub
* http://fairdomhub.org/


mailto:fairdom@fair-dom.org
http://fair-dom.org

