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2 FAIRDOM will establish a support and service network for European Systems
Interoperable § Biology Projects. This joint action aims at establishing an internationally sustained
— S Data and Model Management service, initially supporting research projects funded
by ERA-Net for Systems Biology Applications (ERASYsAPP), and systematically
- . extending the services to the European systems biology community.
Funping This I1s not a new realization, in FAIRDOM we are building on the experience and
Operations expertise of two leading systems biology management platforms: SEEK, mainly
developed in the context of SysMO-DB project and openBIS, mainly developed in
Models

the context of the SystemsX.ch SyBIT project.
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- Community ontologies: SOIC, FOAF, DC, MGED...
- Common identifiers: CheBl ids for substances, NCBI ids for
/3"‘”‘ JERM - Ontology \ organisms, etc

- Spargl endpoint, canned queries and API

g - Flexibly represent different types of data Authorization of the individual triples generated from SEEK
5 Experinentalfector - Lower barrier of semantic annotation
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FAIIRDOM  http://fair-dom.org/
EraSysApp https://www.erasysapp.eu/

SEEK http://www.seek4science.org/
OpenBis http://www.cisd.ethz.ch/software/openBIS/
_______________________________________________________ RightField http://www.rightfield.org.uk/
ISA http://isacommons.org/
SyBIT http://www.sybit.net/
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