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Workshop Overview
This workshop was designed to demonstrate the latest features and developments in the SEEK and to identify key areas for future requirements. A software usability specialist accompanied the SysMO-DB team in order to assess the ease of use of SEEK; to identify difficulties and suggest improvements.
The sessions were a mixture of presentations, demonstrations and practical tutorial sessions, creating an open forum for discussion and networking between participants. Most participants were experimentalist from the SysMO consortium, but there were also representatives from other consortia that have adopted SEEK for data management. 

Day 1
Usability
Participants were asked to complete a short survey before attending the workshop. This survey was used as a starting point for a usability discussion. Participants were asked to identify what they liked and didn't like in the current SEEK. Positive points included that SEEK was easy to use for uploading data, it has a good access control system, it is flexible, the ISA structure helps to structure data and its quick to learn to use. Negative points included that the server response time can sometimes be slow, there are limitations in the current search capabilities, ISA levels can be seen as restrictive, and outside SysMO, there are emerging complications arising from multi-scale data (e.g. cell types, tissues, organs etc). 
These issues were used to set priorities for "must have, should have, nice to have" developments. A full report on this work will be provided by Christian.
An Introduction to SEEK, JERM and ISA
Participants had a range of experience with SEEK, so this session served as an introduction to those that required it and a refresher for those with more experience. The practical session highlighted recent changes to access controls, ISA linking and modelling resources.
KeyNote Talk

Professor Gebhardt shared experiences and challenges in data management in the Virtual Liver project, highlighting the problems of data integration, links between data and models, and intra-project communication.
An In-Depth Look at the JERM and JERM Templates
This session focused on how SEEK users can use JERM templates for data formatting and fulfilling metadata requirements. The new master template was presented, incorporating metadata, organism/sample information, a data matrix, and optional instrument and results information. 
a practical session explored good practice in JERM template design.

Day 2

Organisms and Samples
In addition to the organism and samples sheet in the JERM Master template, the SEEK provides new facilities for entering this information through the web interface, providing a simple over-view of organisms, strains and samples from a project. Since this feature is new and not yet available in the main release, participants gave PALs-style feedback on additions and improvements.

New and Upcoming Features of the SEEK
This session provided an early look at many features that have just been introduced, or that we intend to release in the next few months. New features included; SEEK user roles, the project folder view interface, publishing SEEK assets, exploring and annotating spreadsheets through the web interface, spreadsheet and model indexing, extraction of metadata from spreadsheets, subscriptions, BioModels integration and the new JWS online simulator.

Feedback from users suggests that the project folder view is the highest priority amongst the pending new features, but all were viewed as useful additions.
Matchmaking Data and Models
This session demonstrated current and future work to further integrate data and models. It is possible to search for data that is relevant for particular models by searching the data for matches to parameters and species in the model. Similar searches can be performed over models to find models related to particular data files or data properties.
Using RightField to Create JERM Templates

This practical session served as an introductory tutorial for the use of the RightField annotation tool. RightField allows the embedding of ranges of ontology terms into specific cells in spreadsheets. Once annotated, the spreadsheets feature drop-down lists of allowed annotation terms for each metadata element. 

